Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.046; wR factor = 0.127; data-to-parameter ratio = 12.5.
The molecule of the title compound, C 16 H 10 N 2 OS, is approximately planar, the dihedral angle between the 1,3benzothiazolo[3,2-a]imidazol-3(2H)-one and the benzylidene moieties being 4.10 (8) . A weak intramolecular C-HÁ Á ÁS interaction generates an S(6) ring. No intermolecular hydrogen bonds are observed in the crystal structure.
Related literature
For background to and the biological activity of thiazolo[3,2a]benzimidazoles, see: Al-Rashood & Abdel-Aziz (2010); Chimirri et al. (1988) , For a related structure, references to our previous work in this area and references to further synthetic details, see: Fun et al. (2012) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). supplementary materials sup-1 Acta Cryst. (2012) . E68, o2705 supplementary materials Acta Cryst. (2012) . E68, o2705 [doi:10.1107/S1600536812035003] (Al-Rashood & Abdel-Aziz, 2010; Chimirri et al., 1988) . As part on our ongoing studies in this area (Fun et al., 2012) , we now describe the crystal structure of the title compound.
In the title molecule, Fig. 1 , the benzo[d]thiazolo[3,2-a]imidazol-3(2H)-one moiety is roughly planar with an r.m.s. deviation 0.062 Å for the thirteen non H-atoms (C1-C9/N1/N2/O1/S1) and the benzilidene moiety is also nearly planar with an r.m.s. deviation 0.005Å for the seven non H-atoms (C10-C16). The dihedral between the two mean planes is 4.10 (8)°. An intramolecular C12-H12A···S1 weak interaction ( Fig. 1 and Table 1 ) generates an S(6) ring, which helps to establish the planarity of the molecule. The bond distances are comparable to those in a related structure (Fun et al., 2012) . There are no significant intermolecular hydrogen bond observed in the crystal structure of this compound.
The one-pot synthesis of the title compound carried out by a cyclocondensation of 2-mercaptobenzimidazole, chloroacetic acid, benzaldehyde, acetic anhydride and glacial acetic acid in the presence of sodium acetate to afford the title compound (Fun et al., 2012) . Yellow plates were obtained by slowly evaporating an EtOH/DMF solution at room temperature.
Refinement
All H atoms were positioned geometrically and allowed to ride on their parent atoms, with d(C-H) = 0.93 Å for aromatic and CH atoms, and the U iso (H) values were constrained to be 1.2U eq of the carrier atoms. The molecular structure of the title compound showing 30% probability displacement ellipsoids for non-H atoms.
Computing details
Intramolecular hydrogen bond is shown as dashed line. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
(Z)-2-Benzylidenebenzo[d]thiazolo[3,2-a]imidazol-3(2H)-one

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.78126 (4) 0.01576 (8) (3) C3-S1-C2 90.54 (10) C7-C8-H8A 121.9 C3-N1-C1 117.37 (17) C9-C8-H8A 121.9 C3-N1-C9 105.91 (17) C8-C9-N1 132.4 (2) C1-N1-C9 136.04 (18) C8-C9-C4 123.2 (2) C3-N2-C4 103.21 (17) N1-C9-C4 104.39 (17) O1-C1-N1 124.72 (19) C2-C10-C11 132.1 (2) O1-C1-C2 127.0 (2) C2-C10-H10A 113.9 N1-C1-C2 108.28 (17) C11-C10-H10A 113.9 C10-C2-C1 119.84 (19) C16-C11-C12 117.6 (2) C10-C2-S1 128.66 (16) C16-C11-C10 117.96 (19) C1-C2-S1 111.49 (15) C12-C11-C10 124.4 (2) N2-C3-N1 115.54 (19) C13-C12-C11 120.1 (2) 
